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7 J A& B VIP2 OREEFAT 2 1T\, 20014F 12 ARTT-
loopD6FHDT I VW (FVF I VBEHDLNIZ IV 3
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RhoAD 4 FEHDT A8 ¥ % ADPY K ¥ vAib$ %7,
ADP V) 5K ¥ Vb & #1172 RhoA |Z guanine nucleotide dissocia-
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